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Alignment of AGP3 -binding pools 13B4 and 13H11 

N- terminal sequence 



r. ii 



1 GTCGACCCACGCGTCCG ATCCTGAGTAATGAGTGGCCTGGGCC 43 

i 1 1 II i 1 1 I 1 1 1 i II 1 1 Mill lllllillllllll II I I M I 

1 GTCGACCCACGCGTCCGAATAAGCATCCTGAGTAATGAGTGGCCTGGGCC 50 
44 GGAGCAGGCGAGGTGGCCGGAGCCGTGTGGACCAGGAGGAGCGCTTTCCA 93 

Mill I II I I I Mil IIIIMMI II IN Mill IIIMII II II I I I I 

51 GGAGCAGGCGAGGTGGCCGGAGCCGTGTGGACCAGGAGGAGCGCTTTCCA 100 
94 CAGGGCCTGTGGACAGGGGTGGCTATGAGATCCTGCCCCGAAGAGCAGTA 143 

Mill III 1 1 1 1 1 I IIIMMIM II M I II Ml II III MM II I I I I I 

101 CAGGGCCTGTGGACAGGGGTGGCTATGAGATCCTGCCCCGAAGAGCAGTA 150 
144 CTGGGATCCTCTGCTGGGTACCTGCATGTCCTGCAAAACCATTTGCAACC 193 

M M I I I Ml I I II II II Mill I Mill II Ml II MMM I II I M I I 

151 CTGGGATCCTCTGCTGGGTACCTGCATGTCCTGCAAAACCATTTGCAACC 2 00 
194 ATCAGAGCCAGCGCACCTGTGCAGCCTTCTGCAGGTCACTCAGCTGCCGC 243 

Mill 1 1 II I I Ml II II MMM I III Illllllllllllll M I I I I I 

201 ATCAGAGCCAGCGCACCTGTGCAGCCTTCTGCAGGTCACTCAGCTGCCGC 250 
244 AAGGAGCAAGGCAAGTTCTATGACCATCTCCTGAGGGACTGCATCAGCTG 2 93 

Ml II 1 1 II I I I M II II MM II MM I I III II IIIMII I I I II I II 

251 AAGGAGCAAGGCAAGTTCTATGACCATCTCCTGAGGGACTGCATCAGCTG 3 00 
294 TGCCTCC ATC TGTGGACAGCACCCTAAGC AATGTGC ATACTTC TGTGAGA 343 

II M I II I I I I II MIIIIMM I II II MMM IIIMII II I M I M 

3 01 TGCCTCCATCTGTGGACAGCACCCTAAGCAATGTGCATACTTCTGTGAGA 3 50 
344 AC AAGCTC AGGAGCCCAGTGAACCTTCC ACCAGAGCTCAGGAGACAGCGG 3 93 

M 1 1 1 I II II I I II II M MMM II I M I II II III MMM II I I I M 

3 51 AC AAGCTCAGGAGCCCAGTGAACCTTCC ACCAGAGCTCAGGAGACAGCGG 400 
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# 



Human AGP3 receptor sequence 



GTCGACCCACGCGTCCGATCCTGAGTAATGAGTGGCCTGGGCCGGAGCAGGCGAGGTGGC 

MSGLGRSRRGG 
CGGAGCCGTGTGGACCAGGAGGAGCGCTTTCCACAGGGCCTGTGGACAGGGGTGGCTATG 
RSRVDQEERFPQGLWTGVAM 
AGATCCTGCCCCGAAGAGCAGTACTGGGATCCTCTGCTGGGTACCTGCATGTCCTGCAAA 
RSCPEEQYWDPLLGTCMSCK 
ACCATTTGCAACCATCAGAGCCAGCGCACCTGTGCAGCCTTCTGCAGGTCACTCAGCTGC 
T ICNHQSQRTCAAFCRS LSC 
CGCAAGGAGCAAGGCAAGTTCTATGACCATCTCCTGAGGGACTGCATCAGCTGTGCCTCC 
RKEQGKFYDHLLRDCISCAS 
ATCTGTGGACAGCACCCTAAGCAATGTGCATACTTCTGTGAGAACAAGCTCAGGAGCCCA 
ICGQHPKQCAYFCENKLRSP 
G T G AAC C T T C C AC C AGAGC T C AGGAGAC AGC G GAGT G G AGAAGT T GAAAAC AAT T C AG AC 
VNLPPELRRQRSG EVENNSD 
AACTCGGGAAGGTACCAAGGACTGGAGCACAGAGGCTCAGAAGCAAGTCCAGCTCTCCCG 
NSGRYQGLEHRGSEAS PALP 
GGGCTGAAGCTGAGTGCAGATCAGGTGGCCCTGGTCTACAGCACGCTGGGGCTCTGCCTG 
GLKLSADQVALVYSTLGLCL 
TGTGCCGTCCTCTGCTGCTTCCTGGTGGCGGTGGCCTGCTTCCTCAAGATGAGGGGGGAT 
CAVLCCFLVAVACFLKMRGD 
CCCTGCTCCTGCCAGCCCCGCTCAAGGCCCCGTCAAAGTCCGGCCAAGTCTTCCCAGGAT 
PCSCQPRSRPRQSPAKSSQD 
CACGCGATGGAAGCCGGCAGCCCTGTGAGCACATCCCCCGAGCCAGTGGAGACCTGCAGC 
HAMEAGSPVSTSPEPVETCS 
TTCTGCTTCCCTGAGTGCAGGGCGCCCACGCAGGAGAGCGCAGTCACGCCTGGGACCCCC 
FCFPECRAPTQESAVT PGT P 
GACCCCACTTGTGCTGGAAGGTGGGGGTGCCACACCAGGACCACAGTCCTGCAGCCTTGC 
DPTCAGRWGCHTRTTVLQPC 
CCACACATCCCAGACAGCGGCCTTGGCATTGTGTGTGTGCCTGCCCAGGAGGGGGGCCCA 
PHI PDSGLGIVCVPAQE GGP 
GGTGCATAAATGGGGGTCAGGGAGGGAAAGGAGGAGGGAGAGAGATGGAGAGGAGGGGAG 
G A 

AGAGAAAGAGAGGTGGGGAGAGGGGAGAGAGATATGAGGAGAGAGAGACAGAGGAGGCAG 
AGAGGGAGAGAAACAGAGGAGACAGAGAGGGAGAGAGAGACAGAGGGAGAGAGAGACAGA 
GAGGAAGAGAGGCAGAGAGGGAAAGAGGCAGAGAAGGAAAGAGACAGGCAGAGAAGGAGA 
GAGGCAGAGAGGGAGAGAGGCAGAGAGGGAGAGAGGCAGAGAGACAGAGAGGGAGAGAGG 
GACAGAGAGAGAT AGAGC AGGAGGTCGGGGC AC TCTGAGTCCCAGTTCCCAGTGC AGC TG 
TAGGTCGTCATCACCTAACCACACGTGCAATAAAGTCCTCGTGCCTGCTGCTCACAGCCC 
CCGAGAGCCCCTCCTCCTGG 
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AGP3 receptor protein structure 
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Alignment of AGP3 receptor and TNFR1 extracellular domain 
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